. OmpT, tOmpA and PagP were exchanged into A8-35 APol and purified by SEC (Superdex 200 analytical column equilibrated in 250 mM ammonium bicarbonate, pH 7.8). --4490  -13  3843  3886  ----13  -4460  ----14  4089  -----15  4221  -----PagP  1877 Å   2   PDB:  1THQ   2   5  -1901  ----6  1923  1923  ----7  1919  2004  ----8  2321  2321  ----9  2566  2566  ----10  2852  2800  ----11  3081  2964  ----tOmpA  1717 Å   2   PDB: 1QJP   3   5  1779  1753  1753  ---6  1676  1739  1739  1707  1799  -7  1957  2031  2067  2031  1869  1704  7  ----2070  -8  ----1858  1876  8  ----2213  -9  ----1907  1977  9  ----2443*  -10 -----2152 Figure S3 . Rotationally-averaged collision cross-sectional (CCS) values determined for OMP proteins analysed by ESI-IMS-MS from their respective solubilising media. Theoretical CCS values and PDB codes for respective source structures are indicated in far left column. * indicates low intensity ions difficult to measure CCS accurately. n.b. The tOmpA:A34-35 data were acquired following purification by SEC.
